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Abstract: 
 
 
 
 

High-throughput technologies have led to proteome-scale interaction maps for 
several organisms. Computational analysis of these networks can reveal 
important principles of cellular organization and help uncover protein function. 
Towards such analysis, we introduce network schemas to specify recurring 
means with which biological processes are carried out. In this talk, I will discuss 
our approach to uncover and query network schemas within interaction networks, 
and show that network schemas can be used to uncover functionally cohesive 
subnetworks. 
 


